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PSCA / PSA Expression in Benign 
Prostate vs. Prostate Cancer Xenograft 
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Prostate Stem Cell Antigen (PSCA) is a GPI-anchored Protein 
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FISH Analysis of PSGA 
and c-myc in Prostate Cancer 
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PSCA Immunostaining of Primary Tumors 
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PSCA Immunostaining of Bony Metastases 





Patient 5: H and E 
and mAb 1G8 
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PSCA Expression in LAPC-9 
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fmmunofluorescent Staining of LNCaP-PSCA Cells 
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Immunohistochemical Staining of Normal Prostate 

NoF ™ al: ,sot yP e c °ntrol Normal: PSCA mAb 3E6 
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Normal: PSCA mAb 1G8 Atrophy: PSCA mAb 2H9 
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Mouse IgG Control 
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Standardization Ag 
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Mouse IgG 
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